Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.043; wR factor = 0.121; data-to-parameter ratio = 13.9.
Related literature
Hydrogen-bond geometry (Å , ). Data collection: X-AREA (Stoe & Cie, 2002 ); cell refinement: X-AREA; data reduction: X-RED32 (Stoe & Cie, 2002); program(s) used to solve structure: SIR97 (Altomare et al., 1999); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: WinGX (Farrugia, 1999) . (Slominska et al., 2008) , sodium-calcium exchanger (NCX) inhibitory (Kuramochi et al., 2005) , vasodilatory (Baumbach et al., 1995) , and cytotoxic (Girgis et al., 2006) properties. An inhibitory effect of pyridine-3-carboxamide on enterovirus replication and chemokine secretion has also been recently reported (Moëll et al., 2009) . Here, we combine the pyridine-3-carboxamide moiety with a thiazolidinone moiety, which has shown antimycobacterial (Guzel et al., 2009 ), antimicrobial (Ur et al., 2004 , anticancer (Vigorita et al., 1992) and antiviral (Balzarini et al., 2009) activities. Design and synthesis of bioactive molecules bearing both 4-thiazolidinone and pyridine-3-carboxamide groups take advantage of the diverse biological activities of the two scaffolds.
D-HÁ
In the title compound (I), (Fig. 1) , the bond lengths and bond angles are within normal range (Allen et al., 1987) . The benzene (C1-C6) and pyridine (N4/C12-C16) rings in (I) make a dihedral angle of 85.8 (1)° with each other.
Both enantiomers of the chiral title compound are statistically disordered over the same position in the unit cell. The methyl and carbonyl group attached to the stereogenic center (C (5) of the thiazolidine ring) were therefore refined with common site occupation factors of 0.531 (9) and 0.469 (9), respectively, for each stereoisomer. Atoms C8A and C8B show strange thermal parameters due to the observed disorder.
The molecular packing (Fig. 2) , is stabilized by the intermolecular N-H···O, O-H···O and O-H···N hydrogen bonds connecting the molecules to form a three-dimensional supramolecular network (Table 1) . Additionally, a π-π stacking interaction in the structure was observed between the pyridine rings of the two adjacent molecules [Cg3···Cg3 iv = 3.5063 (13) Å, symmetry code (iv) 3 -x, 2 -y, 2 -z; Cg3 is a centroid of the pyridine ring (N4/C12-C16)]. Refinement H atoms of the water molecule were found from a difference Fourier map and were refined with distance restraints of O-H = 0.82 Å, H···H = 1.23 Å, and with U iso (H) = 1.5 U eq (O). The N-bound H atom was located from the Fourier synthesis and was refined with a distance restraint of N-H = 0.86 Å, and with U iso (H) = 1.2 U eq (N). C-bound H atoms were placed geometrically (C-H = 0.93-0.98 Å) and refined as riding with U iso (H) = 1.2 or 1.5U eq (C).
Figures Fig. 1 . View of the title molecule with the atom numbering scheme. Displacement ellipsoids for non-H atoms are drawn at the 30% probability level. Only the S-enantiomer is shown. 
N-[5-Methyl-2-(2-nitrophenyl)-4-oxo-1,3-thiazolidin-3-yl]pyridine-3-carboxamide monohydrate
Crystal data (9) 0.0512 (9) 0.0209 (7) 0.0117 (7) 0.0111 (7 
Geometric parameters (Å, °)
S1-C7 1.8238 (19) C8A-C9A 1.501 (11) S1-C8A 1.772 (4) C8A-C10A 1.518 (14) S1-C8B 
